I.
MALDI MS imaging of a coronal mouse brain section with 50 µm pixel size Histone 1 (Histone 1.2, P15864) As mentioned in the manuscript, isoforms cannot be distinguish after tryptic digestion. The isoform Histone 1.2 is shown here as an example as it was assigned for these peptides in our workflow.
Fig. S1
Additional tryptic peptides corresponding to histone 1.2 and image of peptide mass which doesn't show the ependyma structure highlighted in blue Isoaspartyl peptidase/L-asparaginase (Q8C0M9)
Fig. S3
Additional tryptic peptides corresponding to isoaspartyl peptidase/L-asparaginase and image of peptide mass which doesn't show the cortex structure highlighted in blue Table S5 shows the identified proteins with accession number, protein name, protein mass, predominant structure and from which pathway from the workflow it comes from. It also shows the number of images of tryptic peptides which shows a structure (every structure, not only the predominant structure) corresponding to histology (# images with structure). Furthermore it displays the number of finally identified tryptic peptide sequences (# Peptide sequences for predominant structure) and how many additional adducts could be found. Column 6 shows the number of unique peptides of these peptide sequences in comparison with all tryptic peptides found in our workflow. 
